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The George S. Wise Faculty of Life Science

and The Functional Genomics Laboratory, Sackler Faculty of Medicine
Submission Form 
Please check:






                    Date________________
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    other 
microarray            Next Generation Sequencing    please specify other ________________

________________________________________________________________________________
Project title: _____________________________________________________________________      
Experiment aim and design: __________________________________________________________
___________________________________________________________________________________________________________________________________________________________________________________________________________________________________________________
Name of Principal investigator: ___________________________________________________
Name of Submitter _____________________________________________________________ 

Department/Institute ____________________________________________________________ 

Phone #_______________________________e-mail:__________________________________ 
Sample source (organism, tissue):__________________________________________________
RNA extraction method (kit name, company etc.)_____________________________________ _____________________________________________________________________________
RNA quality control measurements were done using: __________________________________
Please provide an image of RNA sample analyzed on 1% agarose gel, and add RNA quality measured to the table below.

Please fill ALL the details in the table below:
	Internal
number
	#
	Sample name

(as on tube)
	Treatment (abbreviation)
	RNA conc. g/l
	RNA vol.
(l)
	260/230

ratio
	260/280
ratio
	Experim-ent date
	RNA
Extraction date
	Chip
type
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Please fill ALL the details above and attach additional table if more samples are submitted.
Information and remarks about the samples (quality, yields, history of preparation and storage, tissue quality, tissue availability) _____________________________________________________________________________________________________________________________________________________________________________________________________________________________________________
EXPERIMENTAL DESIGN SPECIAL NOTES:
Below please find recommendations for high throughput experiments to be conducted at the TAU Bioinformatics unit:

1. Experiments should be planned in advance with lab manager and bioinformatician.

2. Replicates:   We recommend performing at least 3 biological replicates for each treatment.

3. RNA quality and quantity:  check RNA by running on RNAse free, 1.2% agarose gel, and QC analysis by NanoDrop. The Spectrophotometric absorbance parameters of the sample should be: 260/280=1.8-2.0 and 260/230>1.8.

4. For more technical details regarding RNA extraction, quantity and quality, please contact
Orly: orlyyaron@post.tau.ac.il , 03-6405251. For details concerning Bioinformatics analysis, please contact Metsada Metsada@post.tau.ac.il, 03-6406992.
OTHER EXPERIMENTAL DETAILS:
____________________________________________________________________________________________________________________________________________________________________________________________________________________________
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